A virulence marker for Enterococcus faecium
Willems et al. used DNA probes based on the esp virulence gene from E. faecalis, and screened (by Southern blotting) chromosomal digests of 120 VREF isolates associated with hospital outbreaks in the US, Europe and Australia. These were compared with 45 non-epidemic isolates. A particular subpopulation of E. faecium was associated with epidemic outbreaks in all three continents, and these epidemic strains carried a variant of the esp gene. The variant was not present in non-epidemic and animal isolates.
Esp is a cell-surface protein in E. faecalis, required for attachment of the bacteria to gut cells. The variant espgene might be a marker of epidemic strains and could be used as a target for drugs to eradicate the epidemic VREF subpopulation from the gastrointestinal tract of carriers and help prevent the spread of VREF in Europe.
